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Introduction







Sample preparation




12x135K NimbleGen array-CGH




aCGH results




aCGH abnormalities




Overall detection rate of
aneuploidies




Additional imbalances
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Triploid samples




Formalin-fixed samples




aCGH results of formalin-fixed
samples




Comparison of methods

Total duration Total duration

Cells established 3-4 weeks DNA extraction 1 day
and grown in flasks

Harvesting, slide 2 hours Labelling (batched), 5 days
making (average 6 hybridisation (72hrs)
per batch) Washing, scanning

and Data alignment
Karyotype Analysis 1 - 2 hours Analysis (SignalMap) ~1/2 - 1 day
(x1) (12plex)

Independent check Y2 hour Independent check 2 hour

> 28 days 7 days

>28 days <l4days




Comparison of costs




Conclusions
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